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Lecture 13: Biological Interpretation

• Introduction

• Primary probe identifiers

• Sigma-Genosys
• Agilent
• Affymetrix
• IMAGE

• GenBank

• UniGene

• LocusLink

• Batch Resources
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Introduction

After analyzing a microarray experiment, you typically end up
with a list of “interesting” genes. Today’s lecture deals with how to
make biological sense of that list.

Keep in mind that the list may be quite long. For example, in our
analysis of the prostate cancer data set, we found about 3500
genes that were differentially expressed (along with 3500
potential biomarkers, with an overlap of about 2500).

There are numerous databases (GenBank, UniGene, LocusLink,
etc.) that include gene-related information. It can be difficult to
keep track of exactly what kind of information each identifier
describes. Each of the three kinds of microarrays has a different
primary descriptor that tells you what bioloigcal material was
placed on the array.
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Primary Identifiers

synthesized oligonucleotide array : These are the Affymetrix
arrays. The primary identifier is an Affymetrix probe set ID,
which refers to the colletion of 25-mers that form a probe set.

spotted cDNA array : These are the most common glass
microarrays. The primary identifier is an IMAGE clone id, which
refers to the actual cDNA clone attached to a vector and
propagated in bacteria

spotted oligonucleotide array : Newer glass arrays often spot
commercially synthesized 60- or 70-mers instead of cDNA
clones. The primary identifier is usually the commercial
identifier that corresponds to the actual synthesized sequence.
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http://www.sigma-genosys.com
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Sigma-Genosys Human Oligo
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Sigma-Genosys Product List
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Sigma-Genosys Oligo List
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http://www.chem.agilent.com
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