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Introduction

After analyzing a microarray experiment, you typically end up
with a list of “interesting” genes. Today'’s lecture deals with how to
make biological sense of that list.

Keep in mind that the list may be quite long. For example, in our
analysis of the prostate cancer data set, we found about 3500
genes that were differentially expressed (along with 3500
potential biomarkers, with an overlap of about 2500).

There are numerous databases (GenBank, UniGene, LocusLink,
etc.) that include gene-related information. It can be difficult to
keep track of exactly what kind of information each identifier
describes. Each of the three kinds of microarrays has a different
primary descriptor that tells you what bioloigcal material was
placed on the array.

© Copyright 2004, Kevin R. Coombes and Keith A. Baggerly GSO01 0163: ANALYSIS OF MICROARRAY DATA



INTRODUCTION TO MICROARRAYS K]

Primary ldentifiers

synthesized oligonucleotide array  : These are the Affymetrix
arrays. The primary identifier is an Affymetrix probe set ID,
which refers to the colletion of 25-mers that form a probe set.

spotted cDNA array : These are the most common glass
microarrays. The primary identifier is an IMAGE clone id, which
refers to the actual cDNA clone attached to a vector and
propagated in bacteria

spotted oligonucleotide array . Newer glass arrays often spot
commercially synthesized 60- or 70-mers instead of cDNA
clones. The primary identifier is usually the commercial
identifier that corresponds to the actual synthesized seguence.
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Sigma-Genosys Human Oligo
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Sigma-Genosys Product List

@ LabOnWeb Functional Genomics - Netscape
. File Edit

(G search]

-

. | H, 4 Home G Radio E3Bockmal

Contact Us

oL ES
About OligoLibraries
View presentation

Reasons to choose
our oligos

Gene lists

Plate selection by
GO assignment

Evaluation plates
FAQs
Ordering

For our customers

© Copyright 2004, Kevin R. Coombes and Keith A. Baggerly GSO01 0163: ANALYSIS OF MICROARRAY DATA



INTRODUCTION TO MICROARRAYS

Sigma-Genosys Oligo List

F Microsoft Excel - HUBLIB96_ps.xls

|E] File Edi

v Insert  Formak

s |Library: HUBLIB96

Plate

-

1A1
1A2
1 A3
1 A4
1 A5
1 A6
1 A7
1 A8
1 A9
1A10
1 AN
1A12
B1
B2
B3
B4
B5
B6
B7
B8

rRQ 00 MM NMQNTFA 00 He 272/ 2 (AFEM

[n]
@ = A 3R -0,

C

Version:

M33197

NM_005856
NM_012076
NM_001243
NM_006028
NM_000810
NM_004857
§76942

NM_000871
NM_014286
NM_002531
U37028

NM_002924
NM_001458
NM_017589
NM_014207
NM_001702
NM_002246
NM_001302
NM_152219

Formula Bar

E

Copyright (c) 2002 Compugen Incorporated. All rights reserved.
This file was retrieved after accepting LabOnWeb Oligo Sequenc
Any usage of any data contained in this file is subject to LabOnW

Terms of Use.
1

Location | GenBank_accession | UniGene_ID

Hs.169476
Hs.25691
Hs.169745
Hs.1314
Hs.241377
Hs.24969
Hs.48714
Hs.99922
Hs.22180
Hs.301760
Hs.110642
Hs.381264
Hs.79348
Hs.58414
Hs.128180
Hs.58685
Hs.194654
Hs.24040
Hs.374846
Hs.135211

created at

Serial_number

HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN
HUMAN

LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2
LIB2

HIIMANL |
kil

HUMCTRL 10001 1 0

6010300008
6010300016
6010300024
6010300032
6010300040
6010300048
6010300056
6010300064
6010300072
6010300080
6010300088
6010300001
6010300009
6010300017
6010300025
6010300033
6010300041
6010300049
6010300057

QOoooIoooioioloiolo|lo|lolo|lo|lolo

© Copyright 2004, Kevin R. Coombes and Keith A. Baggerly

GS01 0163:

ANALYSIS OF MICROARRAY DATA



INTRODUCTION TO MICROARRAYS 8

http://www.chem.agilent.com

@ Agilent - Catalog Microarray Kits - Netscape
. File Edit ks

" OO O O O e, agilent. co 3! |m|

. | B, 4 Home 49 Radio [3Boo

Agilent Technologies Searc in Go

Register - Login Products & Services Industries Customer Center About Agilent

Registration benefits niitild
Registration Benefits E Select a

._j | - Country

Catalog Microarray Kits

Agilent Catalog Oligo Microarray

* Libra Kits
* Technical

Support When consistency counts, count on our
° Online Store catalog microarrays!
* Education
* Events
° News Releases

Agilent's committed to enabling the 1" x 3"
microarray market with its high-quality,
- affordable Catalog Microarray Products
* Alliances featuring pre-printed microarrays with
content you can trust. These microarrays
Other Links are packaged with a comprehensive user & Prici
Stay Current with guide and CD containing annotation and = mg;&
e-Notes design files. And because they are printed Availability
with Agilent SurePrint technology, you'll
Altend an enjoy Snparalleled performancg)flro):n Library Information
microarray-to-microarray.

Key Information

e-Seminar
Brochures

Application Notes
Technical Notes
Specifications
Reagent Compatibility

Products - Microarray Kits

© Copyright 2004, Kevin R. Coombes and Keith A. Baggerly GSO01 0163: ANALYSIS OF MICROARRAY DATA


http://www.chem.agilent.com




