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Lecture 17: Quantifying Glass Microarrays

e Microarray Platforms
e Overview: Two-color Spotted Microarrays
e TIFF files: the good and the bad

e Counting pixels: foreground, shapes, and masks

e The nothing that is: background
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Microarray Platforms

Multiple synthesized short oligos (25-mers) on silicon

e Commerically produced: Affymetrix
e Single channel fluorescent labeling
e Between 11 and 20 probes per gene target

Spotted cDNA on nylon membranes (obsolete)
e Commerically produced: Research Genetics, Clontech
e Radioactive labeling, single channel

Spotted cDNA or long oligos (60- or 70-mers) on glass slides

e Home-grown or commercial
e Two-channel: simultaneous co-hybridization of two samples
e Two-color fluorescent labeling
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Overview: Nylon cDNA Microarrays

Cells :__:__:

RMA Isulatiunl

=1

Reverse
Transcription

Imaging with
Phosphorlmager®

m Hybridization

© Copyright 2004—-2005, Kevin R. Coombes and Keith A. Baggerly GSO01 0163: ANALYSIS OF MICROARRAY DATA



QUANTIFYING GLASS MICROARRAYS 4

Nylon cDNA Microarrays

The raw data Is a 16-bit, gray-scale, TIFF image.
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