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Lecture 20: Genome Browsing

• Learning What BioConductor Contains

• Annotation Environments in R

• AnnBuilder: Rolling Your Own Annotations

• The UCSC Genome Browser

• Chromosome Locations

• Building a Custom Track

• Viewing Your Custom Track
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Learning What BioConductor Contains

We are developing (i.e., it is not completed, so may behave strangely at

times) a graphical tool to browse through the BioConductor

documentation.

http://jonas.mdanderson.org/pub/bioconductor/
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The Documentation Graph
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Hovering the Mouse Gives a Summary
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Left-click Takes You to the Documentation
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Left-click Also Recenters on a New Selection
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Right-click Lets You Hide Part of the Graph
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Hiding BioBase Often Clarifies the Structure
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Hubs in the Documentation Graph Are Probably
Important

We talked about the annotate package previously. It is clear from the

graph that this is a central“hub”upon which many of the

annotation-related packages depend. (We can also see that affy is

another hub, defining the basic tools for Affymetrix arrays, and that the

multtest package for multiple testing is another hub.)

One of the annotation tools that is worth exploring is biomaRt, but we

are going to leave that for another time. If you want to find out more

about the BioMart project, go to http://www.biomart.org.

Right now, we want to look at the AnnBuilder package.
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Documentation for the AnnBuilder Package
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